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SEQUENCE LISTING 



<110> Olav Lanes, 

RektorQvigstadsg.16, 
N-9009 I romsa, 
Norway 

< 110> Nils PederWillasen 

Gulengveien 6. 

N-9O1OTiunu>0, 

Norwdy 

<110> Per Henrik Guddal. 
Granveien 5 t 
N-3750 Drangedal, 
Norway, 

< 110> Dag Rune Gjellesvik 

Karl Pettersensgt 31, 
N-9009 Troms0, 
Norway 

< 120> Heat-labile uracikDNA glycosylase, and uses thereof. 
<13n>1U3717/HNY 

< 150> Norwegian Patent Application No. 2000 5428 
<151> 2000-1 0-27 

< 150> Norwegian Patent Application No. 2000 0163 
<151> 2000-01 -12 

<160> 2 

< 170> Windows 2000, Microsoft Word 7.0, 
<210> 1 

<211> 1283 

< 212> DNA and translated protein sequence 



<213> Gadus morbus 



<221>CDS 
<221>18..919 

gacatccgcttgcaaat atu TTG TTC AAG ?Q 

M L F K 
1 

TTA GGG TTA TGC CAA AGA TGG ATA TCA TCA AAT CGG GTY TTA CCA GGT TTA 80 
LGL CQRC I 5 SNRVLftiL 
5 10 15 20 



CTA ATT CCC. CAA ACT TTA TGT TTT TCT AAA TTA ATG AAG ATA AZQ CCC AAC 131 
LIPQTLCF SKLMKITPK 
25 30 00 

AAA CTG AGG TCC TCA AAT GTG GAA CAA AAG ACG TCA TCG CCA CAG CTT TCA 182 
KLRSSNVRQKTSSPQLS 
40 45 50 55 

GTG GAG CAG CTG GAA AttA ATG GCC AAA AAT AAG AAA GCA GCG CTT GAC AAG 233 
VEQLERMAKNKKAALDK 
feO 65 70 

ATT AGA GCA AAA GCA ACG CCT GCA GGT TTC GCA GAG ACT TGG AGA AGA CAC 294 

1 RAKATPAGFCaiJTWRRE 
75 90 85 



CTG GCT GCA GAG T"T GAA AAG CCA TAC TTC AAA CAA TTG ATG TCC TTT G?A 335 
LAAEFEKPYFKQLMSFV 
90 95 100 105 

GfT GA? GAG AGG AGC CGT CAC ACC GTC TAC CCA CCC CCT CAT CAA GTG TAC 306 
ADERSRH'i* VYPPADOVY 
110 115 120 

AGT TGG ACA GAG ATG TGT GAC ATT CAA GAT GTG AAA GTA GTG ATT CTA GGC 437 
S W T P. M Z D I Q D V K V V I L C 
125 130 135 140 

CAG GAC CUT 'i'AC CAC GGT CCC AAC CAA GCA CAT GGA CTC TGT T?C AGT GTG 488 
QDPY HC TNQAHGLCFSV 
145 150 155 

CAA AAG GCA GTT CCC CCT CCC CCC AGT CTC GTG AAC ATA TAC AAA CAA TTG 539 
QKPVPPPPSLVNIYKEL 
WQ 165 170 

TGT ACC GAC ATT GAT GGC TTC AAG CAT CCT GGA CAT GGA GAT CTA AGC GGA 590 

CTDIDGFKHPGHGDLSG 
170 180 185 lyQ 

TGG GCA AHA CAA GlaG GTG CTG CTG CTT AAC GCG GTG CTG ACC GTG CGG GCC fUl 
WAK'QCVLLLNAVLTVRA 

iy5 200 ?n.s 



# 



cat cag cicc aac tcc cac aag gac aga ggc tgg gag acc "tc acc sac gct 692 
hqansiikd'rg'wetftda 

2i\) 215 220 225 

GTG ATC a AG TGG C?G AGC GTC AAC CGG GAA GGA CTC GTT TTC CTG TTG TGG 74 3 
VIKWLSVNKEGVVFLLW 
230 235 240 

GGC TCA TAC GCC CAT AAG AAG GGA GCG ACC ATC GAC A3G AAA CbT CAC CAT 734 " 
GSYAHKKGA7I DRKR.HH 
245 250 215 

GTC TTft C*A GCT GTT CAT CCA TCT CCT TTG TCT CCT CAT CCT CGG TTC CTT 04 5 

VLQAVH FStfLSAHRGFL 
260 265 270 275 

CCT TCT AAG CAC TTC TCC AAG GCT AAC GGG CTG CTG AAA CTA TCT GGG ALL- 8S6 
GCKHF5 KAWGtLKLSCT 
280 285 

GAG CCT ATA AAC TGG AGA GCA CTC TAA ctctttatgr.tgnr.tt*t*nfgtt 947 
EPINWHAL* 
23$ 300 

aactgt".t:tt«^gaffjaacatcacactatattttctaca9cttttcGaagtt 998 
caaacuddiciaLaagcttt zatttgt cttttggaatgatqctqcttttgg 104 y 
•}-r.ggtttT:agatarttaaaacactttaccactctgcoatgttgac-catgt 1103 
LcaytcaatataacT:tCcacaactrga3ca5aaatgttattttat:aattgA V S1 
-tat^ttctgtacattaQagattgTittttttcccoggctgttLCdLciyy I* 1202 
ctaggatattaaactgttattaacctattt.h.r:r.^hgsi-gtcs»actgct:taa 1253 
gtttttatgcagaoataaattatataLLld. 1263 



<210> 2 
<211> 1355 



< 21 2> DNA and translated protein 1 sequence 



<213> Gadus morhua 



<221>CDS 
<221>89„992 



gatggtttaggaggatagtactwtgacasrggttagcg&agggganaacg 50 

gagttattgtgcatatcgttttagccctccgtttaaaaa ATG ATT GGT CAA 101 

M I G Q 
1 

CAG CAT ATC AAC TCT TTC TTC TCA CCA GTT TCA AAA AAC AGA G-T TCA AAG 152 
QHINSFFSFVSKKRVSK 
5 10 15 20 



1 



GAA TTA GGT AAA ACC GAA MC CAT CCC CAA GAA GTT CAG ATA ACG CCG AAG 203 
ELGKT EKHAEEVQTTPK 
25 30 35 

MA CTG AUG TCC TCA AAT GTG GAA CAA AAG ACG TCA TCT, C.C.I CAG CTT TCA 254 
KLRSSMVEQKT5SPQL5 
40 45 50 55 

GTG GAG CAG CTG CAA ACA ATG GCC AAA AAT AAG AAA 6CA GCG CTT GAC AAG 305 
VfclQLERMA'KNXKAALDK 
60 65 70 

ATT AGA GCA AAA GCA ACG CCT GCA GGT TTC GGA liAG ACT TGG AGA AGA GAG 356 
TRAKATPAGFGETW&RE 
73 80 85 

CTG GCT CCA CAC TTT CAA AAG CCA TAC TTC AAA CAA TTG ATG TCC TTT GTA 407 
L AAEFEKPYFKQLMSSV 
OQ 95 100 105 

GCT GAT GAG AGG AGC CGT CAC AUG GTC TAC CCA CCG GCT GAT CAA GTG TAC 458 

uu 115 isn 

AST TGG ACA GAG AOS TOT GAP. ATT CAA CAT GTG AAA GTA GTG ATT CTA GGC 509 
GWTEMCDIQD'VKVVILG 
125 130 135 140 

CAG GAC CC? TAC CAC GGT CCC AAC CAA CCA CAT GGA CTC TGT TTC AGT GTG 560 
Q D V ¥ HG P K 0 A ■ fl G L C " S V 
145 150 155 

CAA AAG CCA GTT CCC CCT CCC CCC AGT CTC GTG AAC ATA TAC AAA GAA TTG fell 
QKpVPPPPSLVNIYKEL 
160 165 17U 

TGT ACC GAC ATT GAT GGC TTC AAG CAT CCT GGA CAT GGA GA" CTA AGC GGA 662 

CTDIDGFKHPGHGDL5G 
175 ISO 185 190 

TGG GGA AAA CAA GGG GTG CTG CTG CTT AAC GCG GTC- CTC ACC CTC CCC GCC 713 
WAKQGVL LLNAVLTVRA 
195 200 . 205 

CA7 CAC CCC AAC TCC CAC AAG GAC AGA GGC TGG GAG ACC TTC ACC GAC GCT 764 
HQANS'-IKDRGWETFTDA 
210 215 220 225 

GTG ATC AAG TGG CTG AGC GTC AAC CGG GAA GGA GTG GTT TTC TTG TTG TGG 815 
VIKWL5VKREGVVFLLW 
230 235 240 

GGC TCA TAC GCC CAT AAG AAG GGA GCG ACC ATC GAC AGG AAA CGT CAC CAT 8 66 
GSYAHKKGA T1DRKRHH 
245 250 255 

GTC TTG CAA CCT CTT CAT CCA TCT CCT TTG TCT GCT CAT CGT GGG TTC CTT 917 
VLQAVH PSPLSAHRGFL 
260 265 270 2 /5 



GGT TGT AAG CAC TTC TCC AAG GCT AAC GGG CTG CTG AAA CTA TCT GGG ACG 968 
CCKHFSKAWGIjIiKLSGT 



) 

: # ■" • 

280 285 290 

GAG CCT ATA AAC TGG AGA GCA C.TC TAA ntr.tttacgctgccttatactgtt 1019 
EPINWRAL* 

300 

yactgntctaagargaacatcacaccatattcccracaqcttttccaagtt 1070 
caaaccaatctataagctttcatttgtcttttggaotgatgctgcttttgg 1121 
tcggttttagatacttaaaacactttar-rachnt.grn^i-gtffjactcAtgt 1172 
tcagtcaotatoactttcacaacLLyeKiceiddaaLgctatttraraattga 1223 
ttatattctgf flnaft^^agattgtttttttcecaggctgttticataggta 1274 
cT.aygdLdLUdda^lgtitattaacccactttccatgatqtcaactqctcaa 
gtttttatgcagaaataaatfcatatattta 1300 



